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GAA 

G 
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L 

CTC 
CTC 



L/F P S TKVPWAAVTLL. 
CTT CCT TCT ACA AAG GTT CCC TGG GCC GCC GTG ACG CTG CTG 
TTT CCT TCT ACA AAG GTT CCC TGG GCC GCC GTG ACG CTG CTG 
* 

LLLPPALLSLGVDA 
CTA CTG CTG CCG CCG GCG CTG CTG TCG CTT GGG GTG GAC GCG 
CTA CTG CTG CCG CCG GCG CTG CTG TCG CTT GGG GTG GAC GCA 



L P D 
CTG CCC GAC 
CTG CCC GAC 

L L H 
CTG TTG CAC 
CTG TTG CAC 

K R R 

AAG CGG CGA 

AAG CGG CGG 
* 

L Q A 
CTT CAG GCC 
CTT CAG GCC 



C CRQKTC S CRL 
TGC TGT CGC CAG AAG ACG TGT TCC TGC CGT CTC 
TGC TGT CGC CAG AAG ACG TGT TCC TGC CGT CTC 
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ATC CTG ACC ATG 
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GGC CGC CGC GCA GGC GCA GAG CTA GAG CCA TAT CCC TGC 
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TGT 
TGT 



R/G 
CGC 
GGC 

R/G V 

AGA GTC 

GGA GTC 
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P T A/V T A/T T A 
CCG ACT GCA ACC GCC ACC GCT 
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consensus: RL LL GNHAAGILT G 

hcrtl : LGVDAQPIiPDCCRQKTCSCRLYELLHGAGNHAAGILTLG 
hcrt2 : PGPPGLQGRLQRLLQANGNHAAGILTMG 

SECRETIN: HSDGTFTSKLSRLRDSARLQRLLQGLV HSDGTFTSK 

* ******** ** ** * 
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GCXAGGAGACATXGCGGCGGCGGXGGCGGCGXXGGCAGCAGCXGCAGACAXGCXGCXGCX 

1 + + + + + * 60 

CGATCCTCTGXAACGCCGCCGCCACCGCCGCAACCGTCGTCGACGXCTGTACGACGACGA 

M X* Xi Ii 

CAAGAAACAGACGGAGGACATCAGCAGTGXCTATGAGATCCGGGAGAAGCXGGGCXCGGG 

61 + + —+ + + + 120 

GXXCXXXGXCXGCCXCCXGXAGTCGXCACAGAXACXCXAGGCCCXCXXCGACCCGAGCCC 
KKQTEDXSSVYEXREKIiGSG 

XGCCXXCXCXGAGGXGAXGCXGGCCCAGGAAAGGGGCXCXGCXCAXCXXGXGGCCCXCAA 

121 + + + + + — ~* 180 

ACGGAAGAGACXCCACXACGACCGGGXCCXXXCCCCGAGACGAGXAGAACACCGGGAGTX 
AFSEVMLAQERGSAHLVALK 

GXGCAXXCCCAAGAAAGCACXXCGGGGCAAGGAGGCCCXGGXGGAGAAXGAGAXCGCAGX 

181 + + * + + :t 240 

CACGXAAGGGXXCXXXCGXGAAGCCCCGXXCCXCCGGGACCACCXCXXACXCXAGCGXCA 
CXPKKAXiRGKEALVENEXAV 

ACXCCGCAGGAXXAGCCACCCCAXCAXXGXGGCXCXGGAGGACGXCCACGAGAGCCCXXC 

241 + + + + + + 300 

XGAGGCGXCCXAAXCGGXGGGGXXGXAACACCGAGACCXCCXGCAGGXGCXCXCGGGAAG 

LRRXSHPKIVALEDVHESPS 

CCAXCXCXACXXGGCCAXGGAGCXGGXAACAGGXGGXGAACXGXXXGACCGAAXCAXGGA 

301 + + - + + + * 360 

GGXAGAGAXGAACCGGXACCXCGACCAXXGXCCACCACXXGACAAACXGGCXXAGXACCX 

HLYLAHELVXGGELFDRXHE 

GCGGGGCXCCXACACAGAGAAGGAXGCGAGCCACCXXGXAGGGCAGGXCCXXGGXGCXGX 

361 + + + + +- — 420 

CGCCCCGAGGAXGXGXCXCXXCCXACGCXCGGXGGAACAXCCCGXCCAGGAACCACGACA 
RGSVXEKP ASKLVGQVliGAV 

CXCCXACCXXCAXAGCCXGGGCAXCGXGCACCGGGACCXCAAGCCXGAAAACCXCCXCXA 

421 + + * + + + 480 

GAGGAXGGAAGXAXCGGACCCGXAGCACGXGGCCCXGGAGXXCGGACXXXXGGAGGAGAX 

SYIiHSLGIVHRDIiKPENLXiy 

XGCCACACCXXXXGAGGACXCCAAGAXCAXGGXCXCXGACXXXGGCCXGXCCAAAAXXCA 

481 + + + + + + 540 

ACGGXGXGGAAAACXCCXGAGGXXCXAGXACCAGAGACXGAAACCGGACAGGXXXXAAGX 

ATPFEDSKXMVSDFGLSKXQ 
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AGCXGGCAACAXGCXAGGCACAGCCXGXGGGACCCCAGGATATGXGGCCCCAGAGCXCCX 

54^ ^ + + + + + - r + 600 

TCGACCGTXGTACGATCCGTGTCGGACACCCTGGGGTCCTATACACCGGGGTCTCGAGGA 
AGNHIiG2^CGXPGYVAPE2jX* 

GGAGCAGAAACCCTACGGGAAGGCCGTAGATGTGTGGGCCCTGGGTGXCATCTCCXACAT 

601 + + + * + * 660 

CCXCGXCXXXGGGAXGCCCXXCCGGCAXCXACAC^CCCGGGACCCACAGXAGAGGATGXA 

E Q K P Y GK'AVDVWALGVX S Y X 

CCXGCXGXGXGGGXACCCCCCCXXCXAXGAXGAGAGCGAXCCXGAACXCXXCAGCCAGAT 

661 + * + + + + 720 

GGACGACACACCCAXGGGGGGGAAGAXACXACXCXCGCXAGGACXXGAGAAGXCGGXCXA 

LLCGYPPFYDESDPELFSQX 

TCXGAGGGCCAGCXACGAGXXXGACXCXCCCXXXXGGGAXGACAXCXCAGAAXCAGCCAA 

721 + + + + + + 780 

AGACXCCCGGXCGAXGCXCAAACXGAGAGGGAAAACCCXACXGXAGAGXCXXAGXCGGXX 

LRASYEFDS.PFWDDXSESAK 

AGACXXCAXXCGGCACCXXCXGGAACGXGAXCCCCAGAAGAGGXXCACCXGCCAACAGGC 

781 + + + + + + 840 

TCXGAAGXAAGCCGXGGAAGACCXXGCACXAGGGGXCXXCXCCAAGXGGACGGXXGXCCG 

DFXKKIiliERDPQKRFXCQQA 

CXXACAGCATCXCXGGAXCXCXGGGGAXGCAGCCXXGGACAGGGACAXCCXAGGXXCXGX 

841 + + + + + 900 

GAAXGXCGXAGAGACCXAGAGACCCCXACGXCGGAACCXGXCCCXGXAGGAXCCAAGACA 

LQHLWXSGDAALDRDILGSV 

CAGXGAGCAGAXCCAGAAGAAXXXXGGCAGGACCCACXGGAAGCGXGCAXXCAAXGCCAC 

901 + + + + * + 960 

GXCACXCGXCXAGGXCXXCXXAAAACGGXCCXGGGXGACCXXCGCACGXAAGXXACGGXG 



S E 



QXQKNFARXHWKRAFNAT 



AXCAXXCCXACGXCACAXCCGXAAGCXGGGACAGAGCCCAGAGGGXGAGGAGGCCXCCAG 

961 + + + + + 1020 

TAGXAAGGAXGCAGXGXAGGCAXXCGACCCXGXCXCGGGXCXCCCACXCCXCCGGAGGXC 
SFIiRKlRKLGQSPEGEEASR 

GCAGGGXATGACCCGXCACAGCCACCCAGGCCXXGGGACXAGCCAGXCXCCCAAGXGGXG 

1021 + + + + + + 1080 

CGXCCCAXACXGGGCAGXGXCGGXGGGXCCGGAACCCXGAXCGGXCAGAGGGXXCACCAC 

QGKTRKSHPGLGXSQSPKWV 
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ACAACCAGGXGGAXGCCAAGGAAGGCCAAGXGGACXGACXCCXAGCXXXXCXXXCCXCCA 

1081 + + + + «— + + 1140 

TGXXGGXCCACCTACGGXTCCTTCCGGTTCACCTGACTGAGGArrCGAAAAGAAAGGAGGX 

TXRWMPHKAKWXPS 

GCCCXXXXGAXCXCCXXCCCXGATCCXXGXCCCCCGGACXGGCCXCXGXXGGAAAGXCCA 

1141 + * + + + + 1200 

CGGGAAAACXAGAGGAAGGGACXAGGAACAGGGGGCCXGACCGGAGACAACCXXXCAGGX 

AGACCGXGGGXGXGAXGCAXGGCACXGGGGXAXGGGGCXXCCCAAGXATGXCCCCAGCCX 

1201 * + + + + + 1260 

XCXGGCACCCACACXACGXACCGXGACCCCAXACCCCGAAGGGTXCATACAGGGGXCGGA 



CXGXCCXXXGXXGCXGC<^CCCXCXAXGGAAACXGAGGAGGXATXCAAAAAXGGAXXXGG 

1261 + ---- + + + + + 1320 

GACAGGAAACAACGACGGXGGGAGAXACCXXXGACXCCXCCAXAAGXXXXXACCXAAACC 



GGGCCAXCCXXCCXGCACCXXGCACGCACAXAXGCAXXGCGXGGCXGXXCXGXGCXXXGG 

1321 + + + + + + 1380 

CCCGGXAGGAAGGACGXGGAACGXGCGXGXAXACGXAACGCACCGACAAGAGACGAAACG 



XGACXGXGGGXGGXCCXGCXXGXGXXGXAGCCGXXXAGXXCCXCCTCXXXCCAACCAAXA 

1381 + + + + - + + ' 1440 

ACXGACACCCACCAGGACGAACACAACAXCGGGAAAXCAAGGAGGAGAAAGGXXGGXXAT 



AAGACAAACAGAACAAXG 
XXCXGXXXGXCXXGXXAC 



1441 - * 1458 
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